Two novel phenethylamine alkaloids were isolated from Streptomyces sp. YIM 10049. On the basis of spectral data, their structures were determined as (S)-N-(-phenylethyl)-2 -hydroxyl-acrylimine (1) and (S)-N-nitroso-1-amino-p-hydroxy phenylethanol (2). Three known compounds, indole-3-carboxylic acid (3), cyclo(L-Ala-L-Tyr)(4), and bis(2-ethylhexyl) phthalate (5), were also isolated and characterized. Compound 1 is a rare enol tautomer, and compound 2 an unusual phenethylamine alkaloid with a N-NO group.
The genus Streptomyces is recognized as the most important bacterial source of clinically used therapeutic agents, including lifesaving antibiotics and antifungal, anticancer, and immunosuppressive agents [1a] . The alkaloids are reported to possess broad spectrum antimicrobial, antiradical, antioxidant, antiplasmodial, anticancer and antimutagenic activities [1b] . Phenethylamines (PEA) are well known for their psychotropic effects and have been isolated from a variety of organisms, including octocorals, the edible mushroom Laetiporus sulphureus, Streptomyces sp., Enterococcus sp. and other species of cyanobacteria [1c] . Streptomyces sp. YIM 10049 was isolated from the excrement of alpaca, and a primary bioactivity screening indicated that this strain showed some cytotoxicity to A549 and Raji cell lines, and antibacterial activity to Fusarium oxysporum and F. solani. As a part of our persistent search for new and active natural products from actinomycetes, the chemical investigation of Streptomyces sp. YIM 10049 led to the isolation of two novel phenethylamines, (S)-N-(-phenylethyl)-2-hydroxyl-acrylimine (1) and (S)-N-nitroso-1-amino-p-hydroxy phenylethanol (2) (Figure 1 ), together with three known compounds, indole-3-carboxylic acid (3) [2a] , cyclo(L-Ala-L-Tyr) (4) [2b], and bis(2-ethylhexyl) phthalate (5) [3] .
Compound 1 had a molecular formula of C 11 H 13 NO according to HRESIMS analysis. The 13 C NMR and DEPT spectra of 1 showed 11 carbon signals for one methyl, one olefinic methylene, seven methines (six for an olefinic group), and two quaternary carbons. The 2D NMR spectrum identified monosubstituted phenethyl, allyl units ( Figure 2 ). That C-7 connected to C-1 was elucidated by the HMBC correlations from H-7 and H-8 to C-1, and H-7 to C-6. The connection of C-2 to N-1 and C-3 was elucidated by the correlations from H-3, H-4 and H-7 to C-2 in the HMBC. Because of the overlap of signals for H-3, 4, and 7 in the 1 H NMR spectrum in C 5 D 5 N, the 2D NMR spectrum was measured again in MeOD, and the results were consistent. The structure of 1 was similar to that of N-(-phenylethyl)-acrylamide (1a), but its IR spectrum showed no obvious CO absorption peak. In order to identify the structure of 1, 1a was synthesized ( Figure 3 ). The NMR spectroscopic data of 1 and 1a were similar, but 1a showed, in its Compound 2 had a molecular formula of C 8 H 10 N 2 O 3 . The 13 C NMR and DEPT spectra of 2 showed eight carbon signals for one methylene, five methines (4 olefinic) and two quaternary carbons, respectively. Four aromatic protons [δ 6.72 (2H, d, 7.6 Hz), 7.10 (2H, d, 7.6 Hz)] were identified, one a para-substituted phenyl, which was confirmed by the 2D NMR spectrum (Figure 4 ). The HMBC correlations from H-2 to C-1 and COSY correlation between H-1 and H-2 indicated that C-2 was connected to C-1, and C-1 to C-2. The 1 H NMR spectrum in C 5 D 5 N exhibited a NH signal at  7.39, and the IR spectrum showed a nitroso signal at 1567 cm -1 . So, compound 2 was determined as N-nitroso-1-amino-p-hydroxy phenylethanol. The configuration of 2 was determined as S ([]D: -4.2) by comparison with the optical rotation of the analogue, (S)-2-hydroxy-3-(4-hydroxyphenyl) propionic acid (2a) ([] D : -10) [5] . A novel protein tyrosine phosphatase inhibitor, 2-(N-methyl-Nnitroso) hydroquinone, with a N-nitroso phenyl group like compound 2 was also isolated from a Streptomyces [6] . 
Biological material and cultivation of actinomycete strain:
The bacterial strain, isolated from the excrement of alpaca from a zoo in Yunnan province, China, was identified as Streptomyces sp. (YIM 10049) by complete 16S rRNA gene sequence. This bacterium was cultivated on a 40 L scale using 1L Erlenmeyer flasks containing 250 mL of seed medium (yeast extract 0.4%, glucose 0.4%, malt extract 0.5%, decavitamin 0.01%, pH 7) and the fermentation medium (soluble starch 0.5%, glucose 2%, soybean powder 0.2%, peptone 0.2%, NaCl 0.4%, CaCO 3 0.2%, K 2 HPO 3 0.05%, MgSO 4 0.05%, pH 7) at 28C for 10 days on rotary shakers (250 rpm).
Antibacterial and antitumor cell assays:
The cytotoxicity of this strain towards A549 and Raji cells was determined in vitro by the MTT method for an inhibition ratio at 40%60%, while cisplatin was used as a positive control. The primary antibacterial activity of the culture of this strain to Fusarium oxysporum and F. solani was measured using the agar diffusion method. Inhibition was measured by the size of zones of inhibition (10 and 12 mm).
Extraction and isolation of compounds:
The fermentation broth (40 L) for the Streptomyces sp. YIM 10049 was filtered, the filtrate extracted with ethyl acetate, and the solvent removed under vacuum. The resulting extract was separated into 4 fractions by silica gel CC, eluting with CHCl 3 /CH 3 OH (100%-0%). The first part (CHCl 3 ) was separated by repeated CC on silica gel and Sephadex LH-20, to yield compounds 1 (2.5 mg), 4 (6.7 mg), and 5 (4.7 mg). The third part (CHCl 3 /CH 3 OH =3:1) was separated by repeated CC on silica gel and Sephadex LH-20, to yield compounds 2 (2.4 mg), and 3 (4.5 mg). 
